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Table S1. List of the experimental methods and references for retrieving the 

data, which were utilized for the pathway enrichment analysis 

 

Method/Source References 

Multiple analytical methods [26] [1-22] 

LC/MS-MS; liver mitochondrial proteins; wild 

type (wt) vs. SIRT3 KO mice 
[23] 

Nano reverse-phase LC/MS; liver mitochondrial 

proteins; wt mice vs. SIRT3 KO 

[24] 

SILAC, LC/MS-MS; SIRT3 KO vs. wt murine 

embryonic fibroblasts cells; U2OS cells with the 

upregulated SIRT3 vs. cells with downregulated 

SIRT3 

[25] 
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