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GGCCTGAGAGCATGTCTGGCCTGGACCTTGGGGCCCTCTGCTAGTCACAAGCCCCTGCACGTGTGCCCTGAGAGACTCTTTCGGGTCCTCTGTGTGTGGC
TCAGACACCTAACCCATCCCCCAGACCTGACCATCATGTCGTAGCTTCCTCCTTTTCCTCTGTGTGTGGCACACATCTGCCCTCTTCGCCTGCCTTCCCC
AGGCCTCCCAGTGGCTCATGGGATCTGGCATCTACCCGTCCCCTCCCAACATCCTTCTAACATGGAACCAGGAGCCACAGCCTTATGGGGAGCAGGGGTC
TTGGGCCTGCATCTCTCTTATTTTTTGGAGCTTTAAAAATTTTTTTATTTTTATTTTTTTGACCATGCCACGCAGCATGCAGGATGCAGGATCCCTGACC
AGGGATCGAATCTGCGCCTCCCACCCGCCTTGCCCCACATTGGAAGCATAGAGACTTAACCACTGGACAACCAAGGAAGCCCCTGCATCTCTCTTAGATG
GAGGTGACAGGCTGAACAAGCATCCTTGGCCTCAGATGCCCCTTGGGGAGTGGACTGAGTGGCTTCTGGAAACCTGGGCTGGGAGATCCCTGGACAGGGL
AGGCTGGGACTTCTGTGAAGTCAGGCCCAGGAAAGGGAGGCATCGAGGGCTGGAAGGGGCCCACTGAGAACAGGCCTCTTTACTGACCACAAGGTGGGAC
ATGAGATAGGGCTTTGGCTGTGGCCCCACCTGTGTTAGCTCAAGAAGTCCTGTTTGAAAGGGGAAATCAGGTCAGGGAGGCCTGAAGATCAGTCATGCGT
ACCCTTCAACTTTGAAGTCCCCGGGGTGGTGGAACCCATGGCCCTTATCAGAGTGGGTGTTGTGTAGTCTGGGTGCTATCTTAATGTGTTTGTGGAGTGG
CCCGAATTTAGGGGCTATCTCTGCCGCTTGGGCTCCCAGCCAGAGGGAACCCCGCACCCTCTATAAAAGCTGTGGGAGTGGGCCCTGGCTGCAGTGGTG@

|M R C L vV VvV L. LAV F AUL S QG A E I TR
|CTGGACCCAGATCCAAAATGAGGTGTCTCGTGGTGCTACTTGCTGTCTTCGCTCTTTCCCAGGGTGCCGAGATCACCAG@TGAGTGTCAGGCCCCAGGGG

Exon-1

AGGGGATGGGCATCACTTGCATCTGATCTGGGTGGGTCTCCCTCGTCTTCCAGCCATTGGTTCCCCTTGGGAGACCTCGAGGAAATGCGGCAGGTTCCCG

GGATAATCGTTACCAGACAGTTTGCCTTTTATGTTGGGGCCTTTTTCTCTAAAGCATTCCCCTATTCTTGAGGGTGTGGTGAACAAGAACAGGGGATCAG

ATGGGCTGTGTGGGAATTAAGCACACAGCTTCTGGAGTCAAACTGCCTGATCCTCAGCTTCATCGTGAACATAACGTAAACTTGTAAATTTAGGATGACA

GAAGTATCCATCTCATAGGGTTGTCCTGAGGGGTAAGTTGTTGCTGTTTAGTCGCTAAGTCATGTCCAGCTCTTTGCGATCCCACGGACTGTAGCCCACC

AGGCTCCTCTGTCCATGGGATTCTCCAGGCAAAAATTGGAGTGGGTTGCCATTCACTTCTCCAGGGGATCTTCTCTACCCAGGAATCAAACCCGAGTCTC

CTGCATTGGCAGGCAGATTCTTTACCCAATGAGCCAGGGAAGCCCTCATAAGGGGTATATGAGTTAGTATTTATAAAATGCTCTGAAGAGTGCCTGGCAC

ATTGTAGGAGTTATGTGTGCATCTGTTAGAGTTTCCTGCTGCGCCACATCCTTTGTGGGTGAAGTTTCCAAGTTCTCCTCCCAAAATTATAACTGGTATT

TATTGAGTGCTTGCTACTAGATGCCAGACACTTAACTAAGGCTTTACCTATACTCTCACTAAGCCTAAGGGATTAGGTAGATAATATTTTTTGCATTTCA

CAGGTGAGGAAACTGCTGTTCAGGGAGGGTCCTTGAGCTGTCCAAGGCCTTGTGGTTAGATATGAAGGAGCCAAGACTTGGTCCTAGGTAGAGCGGTACT

TTTTTTTTGGCTACACTGCGCAGCATCTGAGATCTTAGTGCCCTAGCCAGGGATCGAACCTGTGCCCCCTGCAGCGGAAGCTTGGATTCTTAACCACTGC

ACCACCAGGGAAGTCCCCTGGACTGGCACTCTTGCCTGAAACCACACTACCTCTGGTTCCCAGGTTCGAGCTCTGTCAAGGCCTGAGCCCAGGGAAACCT

GAATCCATCCCTGGGAAGTAGGGTCCCTAAAAAGGGGTCCAGTGCCTTTCACCAGTGGGGGCTGCTGGTGGTGGTCTTAAAAGTGGAGTTCTTTCAAGTG

CCAGGCACCTGGCCGGCTCAGCACGGCATCTGGAGGCAAAAGTGGGGTGGAGATTTCCATGGTGGTTGGAGCTGTAAACGTTTAGGGCTGCATTCCTGGT
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TCTTAGCATGGGGCGGTAGACTGCCTTTGAGCCTCGCTTGCCTTGAGGGTGGCCCTCTGGGTCCTGTGCCGAGACAGGACAGATCGGCAGAGTCGCAGGT
ACCACTCTGAGAGTCACCAGACACTCAGCTGTGGATCCTGAGCTGACAGGGAACCAGAGTTGGAACAAGCAGAAGGACATGGAGACACGAGAAAGGACAG
CCGTGGGCTTACTCCCAGGAGCTCAGCCCAGCCTCCTTCCTTTCAGGCTGAAGTCCTTTTCTGTCATCAGAGACAAAGACTGAGCAACGTCTGGAGAACC
TTTCATTTCTATTAATAGATCAGGTCCCAGCCGAAGTCACACATGAGGGCTGGGGGCGGGAGGCACCAGAGGAGAGACCGTCGTTAATATATGAGGCATT
CCACATGGGATCCATTTGAGACATGAACAACGTGAGAAAACCCATTTTCTTTATGAGTCTTAAACCTGCTGCCCTTTTATTACTCTCAAAGCTCTTTCAC
ACCTGTAGGCTCCAGTTGTCCTTAAAACAGCCCCAAGGAGGAGGACCACGTGACTCAGAGCTGGGTGACATTGGGAACCATCATGCTCTAGTCTTCCACT
CTGCAGGAGAGGAAACTAAGAGCTGGAGAGGTTAAGTCACTCAGTTCGTCCACAGCAGTGCCCGAGAGTGGCTGGAAAGGAAGAGACAATCCATTTTGCA
CAGAAGTTGAAGCTCAGAGGGCCTTGACCAGCCACCAGCTTCCCGAGACTGAGTCTCCAACCAGCTTCTGCTGTTCTCCTTCTTGATCTCTTCCTGCTGA
TCTGCCTCCATCATCTATCATCTAGACTCTAACCATATTCACTGGGGACCATGCTCTGTGCTGAACCCGTTTGAAGAAATTCCACCCATGTTAAGCCGCA
CAGAGAGCCGAGAACAGGGTTGGCCAAGGGTGGGAGCATAGTCATATCTTTTTCCAGAGTGTGGGGGACACCATTTTCTTCCCCACACTGTATGCTCCTG
GAAGGTAGAGACTGAACATTTCTCATGTGTCCCTGGTACCCCATACTGTACCTGGCACATAGTAGGCCCACAGCAAGGATTGGCGACCGAATGAGAATAT
GCTGAGTGTCTTTCAAACTGCAGAGCTGCAAACCCATCGTGTGTGTTAGTTGCTCAGTCACGTCTCTCTTTGAGGCCCCACGGACTGTAGCCCGTCCGGL
TCCTCTATCAATAGAATTCTCCAGGCAAGAATACTGAAGTGAGTTGCCATTTCCTTCTCCAGACGATCTTCCTGACCCAGGGATCAAACCTGGGTCTCCT
GCATTACAGGCAGATTCTTTACTGTCTGAGCCACCATGGAAGCCCAGTCACCAGGGAAGCTGATTAGTGGCTTGTGAAATACATTGACTGAGTCTCCACC
AGCATTAAAAAAGAGAAAGCAGTTGGAAATATCAGAGTGCATCGCAGTTGGTAATGGCCAGCATGGGCTAATGTAGAACACAACTTTTACTTTAGGTAAT
GGTACAAAAATGGAGAAGTAACTTATGGAGCCCAGAGCCTCTGGGCTCCTCTGAGGCTGGGCGGCCCTGGGGAGATGCCCACCTCATCATTTATTCTTCC

I P L Y K G K PULRI KA ATLI KEWIRUGTILTULEUDUFULOQI KOQOQY G
CCTCGCCTCAdGATCCCTCTGTACAAAGGCAAGCCTCTGAGGAAGGCGCTGAAGGAGCGTGGACTTCTGGAGGACTTCCTGCAGAAACAGCAGTATGGCQ
v s s K ¥ ¥ G L G EV A S VvV P L TN Y L D Exon-2
|TCAGCAGCAAGTATTACGGCCTCGGGGAGGTGGCCAGCGTGCCCCTGACCAACTACCTGGATBTGAGTGGTTCTGCCAGCCTCCCAGTAGTGATCCCCGC

ACAGCGTGATGGACACCCTGCGCCCCCTTTCCCTTTTTCAGGAATCAGGGAGCCCTGTGGGGGTGTGTGAGGCTGTCTCCCACCCCTCAGTAGCTCTCAG

GAACCAGCAGGCCCTGCAAAACCGGTCCTCCCACCTTCAAGGGTCTGAGCCCAGATGACCTGCCTGCAGAGAGCATCCCTTGGGGACACATGGTCTGCTC

CCAGATCCAGCCTCACACATGACTCTTTCAGGTCCAGGGAACCCACGTTTTAGGTTGACTGGGCAGGGAGGGGGCAGCTGGTGCCCACTGTCAGGAGCGC

CCCCTATGCCCTCTTCCTTTCTGGAGCTTGTCTCTCTCATCTGTCACTCAGTAAACAACCCACCCTTTTTCTCTTCTGTGCCCTCGTTTCCTTATCTAGG

TCATCCCCACCCCCACCTAAGCCCCAGTTTTGACACCCAGAGAGAGCTGGAAGGAGGTGTGGCTGGGGCACCTTGGGTCTGGGGTCTGTACCTAGATGGT

GTCCCACCTCTGTGGCCCTGTCCCTGGCCGGTGGCCCAGGCTCCCTACCAGGCAGGGTTTACATTTTGCTCTAGTGTCTGCTCTGGGGGCGATTCCAGCA

GGGGTTGCAGGATTTGCGGCAAAAATCACAGAGCCTACAGAACCGAACAGGCTCCGGGCTGGGCATCAAAGCTCCCCAATCCCTCACGCGGTGCTCTCAG
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s Q ¥ F G K I ¥ L G T P P Q E F TV L F D T G S S

CCTGACCCGCTGCTGTCTGTCCCCAGAGTCAGTACTTTGGGAAGATCTACCTCGGGACCCCGCCCCAGGAGTTCACTGTGCTGTTTGACACCGGCTCCTC
D F WV P S I ¥ C K S N AUC Exon-3

|CGACTTCTGGGTACCCTCCATCTACTGCAAGAGCAATGCCTGCNGTGAGTGATACCCCCGGCCCTGCCCACCCCTCTGCTCTGCCAGTCGTGGTCAGGGT

GGCCCGGCTTGGGGTGGGATGTGTCTGCGTGTTGTGGGGAGAGCTGGCTTGGACATTCCCAGGCTCCTGGTTGTGTCCTATCTTCTTGCTCAACCCTTCC

ACTGGCCGCAGACTGGGGTAGATGTGCAAATCACAGATCTGATGTATAAAGCACCAATTAGAAATGGGGGAACTTTGTTTTATATTTTCGGCTCTGTTAG

GAGTCAAGGCAGACACCTTACCCTCCTGGATGCTGAGTTTTTCTTTCTATAAAATAGGGCCACGACATGCCAGTCGGTTCTAAGAGAATAAAGTGAGAGG

@ cyGr 15342F —>

CACTGAGAAAACACTAAATATATGTAAATAATTTATTTCTCCAACCATCTTGGGAAATCGGTGCTCTTTTTATCCTTATTCATCAGGTGAGGAAACCAAG

GTTGAGAGAAGCAAAGAGACTTGTTGGAAATTACAAAGCTGGTATATGCTAGTCTCTGGAAACCATAGAGATGGCTTTCTTTTTTTCTTTTTGTTTGAAA
GTTATGAAGGTAGCACTGGGGGTCAGAGAGGTGGATTGAGCAGCAAAGAATAATTTTCTTGACTGAGCTTTGCGGGATCCAGACAGAACTGGCTGCTTAT
TTTCAGTAGAGAGAATGGTTAGTATTGAGACCGTATTCTTATGAGAGCTGGTATAGCCCCTGTTAGCACTGTCAAGTGGAGAGAAGATGCTCTGGGTCCC

K N H Q R F D PR K S S TV F Q NL G K P UL S I R Y G
ACTAACCCTGAGCCTGTGTTCCAGRAAAACCACCAGCGCTTCGACCCGAGAAAGTCGTCCACCTTCCAGAACCTGGGCAAGCCCCTGTCTATCCGCTATG(

<«€— cyM GL_16024R @ Exon—4

T G s M Q G I L G Y D T V T
|CACAGGCAGCATGCAGGGCATCCTGGGCTACGACACCGTCACﬂGTGAGTGGAGCTTGGGACCAGCCAGCCCTCGCCTTCCGCTCCCCACCAGCCACTGCC

CCACCCAGACACCCTGGCTCCGGGCTGTGCCACGGCTGGTGCCAAGGGGCTCTCTGTGTCCTGCCCTTGTGGGTGGCCCCCCTGGGAGAGGACTCTGAGA

GGGAGCTTAGCCAGCAGCAGCTGCGGGGTGTCCCTCCCTCCCTTCCCCTTTTCCTTCCCATGTCAGCTCCCACCCGAGAGGCTTCTCTGGGTCCAGTTTC

CATCTTCCCAACCCCTTTTTCACTTGACCTTGCCATAGTCACTGTGATCTCATCTTAAATTTAGTTCTTTCAACAACCCTTTGAGGAAGCTAGTCTCACC

CCCATTGTTCAGATGAGGGACCCGAGGATCAGATGAGCTGATAACTTGCTTGAAGGCACACAGCTGGTGATGGTGGGCGCTGTCAGACCCACGTCTCTGC

CTTTCTGGATTTGACTTCACTTTATAAGTCATAGAGCAGCGCTTCCTTTCAAGTCAGAAAGCATGTCCTCTGGACAAGGGTTCCTTTTGCTTTCGGCCCT

CTTTTCCTTCTGAAGTACTTGATTCAATGGCCAGCAAGTAGTAAGTACCCAATACATGTTAGCATCTTTCCTTCCATCCTCACCCACCATCTAAAATTAA

AATCAAGCAGTATCCCTTGGTGTTCATCACCTTGCTCTTCCTTGAGTTCTTCCTGGGGTCTGGCTGAAGTCTTTTTTGCTGTGAGCCCGAAGGCCCAGAG

AAGAACTTGTCCAAGGTCACACAGCACATGGCAAAGCGAGGATGCACAGCAAGGTCTTTTAGACGCATACCGCGTGCGTGTTCTTTCTATCCATCCTGCT

GCTCTCCCAAGCGCTTCCCTGGGAGGTGCCCCGGGTGCAGCCAATGGAAGGGCTGCAGGCCGGCAGAGGGCCCTTTGAGCAGCCCTTGTTTCACCCTGTT

CTTTCGGCTCATCCTCAATTTCTGCACCATGAGCACTGCTCTCTCTACCCCGACCTGTACCCTCTCTTCCCCTGCCAATCAGCCCCCTGGCTCGTCAGAC

CAATTCCCTCAAAACCACAGCACAGAGCTGAAAAAGGAAGCTTTTCTCTCTTAAGCTCACATAACTACACTGCCCACTGAGGGCAAGGCGGGCTGGCAAA
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v S D I V D V
GACAGGCTTGTTCTGAGCCCTCTATGGGTCCTCTGGCTGCAGGGCCCGCTGGTGGAGGTCACTCTGCCTCTCTTGCA@GTCTCTGACATTGTGGATGTCd

Q ¢ T v G L s T QQ E P G DV F T Y A E F D G I L GMAY P S L A S E
EGCAGACAGTAGGCCTGAGCACCCAGGAGCCTGGTGACGTCTTCACCTATGCCGAGTTCGATGGGATCCTGGGGATGGCCTACCCCTCGCTCGCCTCAGA
Exon-5

Yy s v p V F DNMMNURHILV A QD YV F S V Y MDD R
|GTACTCAGTGCCCGTGTTTGACAACATGATGAACAGGCACCTGGTGGCCCAAGACGTGTTCTCGGTTTACATGGACAGBTAGGAGCTGCACCCAGCCTGG

GCCAGACTTCCACGGCCTGGCAGGGACCACTGAATGAGGAGGGTCTACCTCTTTGAGGACACTGCAATTCAAGGACTCCAGCATCTAAGCACACCTCTCC
TTGTTTCCAGGCACATCTAACCCTCTATCTAAAGGCCCCAACATGGTCATGGATGCAGCCAGGGTCCACTGGGCCGGAGTTTGACCTTCATTTCTGTCAT
TTAAAAAAAAGAAGCTTGACTCTATCTCTGTACAGGGGATTTTAACCTCTTTTTTTCTTGCAAAGTGATAGGCCTCAGTAATCATTTACTGATGTCATTG
AGATTTTCAGATGCTTCTAGCAGGCTCTGAGGGAGTTCAGGCTTCTCCTTTCAGTATGCAGGAGATATTAGAGCAGAGCCTGGAGCAGCTGGGAGAAGAG
TGGGGAGGGGTCTGAATCGCCTCTGCCCTGTGTGGGGCTGGGATACCTCTTCTCAAAGCCACAGTGTCAGGGTGCAATAACATGCCTTTCCTTGGTTTCA

N G Q E S ML TLGATIDUP S Y Y T G S L HWV P V TV Q K Y W Q
gGAATGGCCAGGAAAGCATGCTCACGCTGGGGGCCATTGACCCATCCTACTACACAGGATCCCTGCACTGGGTACCCGTGACTGTGCAGAAGTACTGGCA

F T V D S Exon-6
|GTTCACTGTGGACA@GTGGGTGAGAGGCAGCCATGGCCTTGCTAGAGGCCGACTCCAAGAGTGGGGCCGTGAGGATCCAGGGCTCAGCCCAGCTGCTCGT

CACATCCAAGTCTGAATCAGATGCTCCAAGGCCAAGGGTCCTTGATAGTGAGATTGCTGACCATTCACTTACACTTTATTAATAAGATTGTTCTGTGCTG
TGCTTAGTCGCTCAGTCGTGTCCCAACTCTTTTCGACCCCATGGACTGTAGCCCGCCAGGCTCCTCTGTCCATGGAATTCTCCAGGCAAGAATACTGGAG
TGGGTTGCATGCCCTGCTCCAGGGGATCTTCCCTGGAAACCCAGGGACTGAACCCAGGTTTCCCGCATTGCAGGTGGATTCTTTACCATCTGAGCCACCA
GGGAAGCCCAAGAATACTGGAGTGGGTAGTCTATCCCTTCTCCAGGGGATCTTCCAGACTGAGGAATCAAACTGGAGTCTCCTGCATTTCAGGTGGATTC
TTTTCCAGCAGAGCTACCAGGGATGCCTCATCTGGGGCTTCCCAGGTGGCGCTAGTGGTAAACAATCCACCTGCCTCTGCAGGAGACATAAGAGACGTGG
GTTCTGTCTCTGGGTTGGAAAGATCCCCTGGAGAAGGAAATGACAACTCACTCCAGTACTCTTGCCTGAGAATCCCATAGCCAGAGGAGCATGGTGGGCT
ACGGTCCAAAGGGTTGTAAAGAGTCAGACAGGACTGAAGCTGCTTAACGTGGTCACTGTGCTTACCCAGCACTATTACCTGCCAGGCATTGTGCTGGGTG
AGAATGTGACTGCTTCATTTGCTCCTCACCGAAATCCTGTGGAGCGGTGCCATGATTATCTTCATTTTGTAATTTACTAACATTGAGCTTGAACCTCGTG
ACCATCCCCTGGGGAAGTCAAGGAAGGGGTGCTAATGGACACATTTTGCAGATGAGAAGCCTGAGTGCAGAAAGGTTGGGGAACTTGCAGCAAGGACATG
GCAGGAGAAAACTGGAAACCAGATCTTTCGGCAAAGCTTGCAGTGCTCCTCCTATCCTCTCCCTTAGTGCATGTAACTTTGTTGTTTCATTGACCCTTCT
GTCCCAGAGAAGGTCAAGTGACCTCCATTTAGCCACTGCTGAGTTGGGAGAAAATGATTTTGGGTTTTTTTCTCTGAGTTCAGGAAGTTATGGGGGCTCC

AAGAAGGAGCCCAAAGAAAAGGACCTGGGATGGCTGGACTTCCTTCCTGCCAAGGTCCCTGGCAGGGGAGGCTGGAAGGGGTCCAAGGAGGGAGGGCTGG



v T I NG M V V A C D G GG C Q A I L D
9301 ATGCTGGACGCGCTGCAGGGCCACCCTGTCTCCCCTCTGCAGTGTTACCATCAACGGTATGGTTGTGGCCTGCGACGGTGGCTGTCAGGCCATCCTGGAC

Exon-7
T 6 T $S L L v G P §S 8§ DI L NI Q E A I G A T Q N R Y G E

9401 BCGGGCACCTCCCTGCTGGTCGGGCCCAGCAGCGACATCCTCAACATCCAGGAGGCCATTGGAGCCACCCAGAACCGGTATGGCGAGBTGAGGCCAGACC

9501 CTTATCCCCACCTCCCCAGAACCTCCGAAGAGGGAAGCCCCTTTGCACATGGAAGCAATGACAGAGGGAAATGGTGAGGGGCCTGTTCCCCTGCAGGGGG
9601 TGGGAGGCCTTCACGATGACCTGGCTCTTCTAGCTTTGGCCACTTGGCGTAGGGGCTCCCATGTCTCACACAATGACAGCAGTCTGACCTCCTGTCCCCA
9701 GAGAGGGTCACACATCCCTGACTCTCTGAGCTTTGCTCTGCCCTTCACCGATGAGTCTCCCTGCATTCTGCCTGTCAGCTAAGTGCTCCCAGTGTCCTTG
9801 GGAGCTCTGGCTGGGCTTGGAGGGAAACATCGAGGCCAACCCCTCCTTIGTCTCCATCCTTGGGTCCAGCTGGTGTCTGTCCCTCGGCTGGATGACAGGTG
9901 GTCCCCATCAGTGCGACTCCCTTGAGATCCAAGAACTTCCCTGGGGTCCTCTGAGTAGCAGATCCTCCCCTCTGCTCGGCTCCAGTGTAGAGCAAGGGGT
10001 CCTGCCTGGGACTTCCTCTGGCAGTCAGAGCGCACTTCCTCTGACTTCCTCTGGCAGTCAGATCGCACCCATAGCCCTTCTAAGAGGACTTCCCTCCCTC

F D I DCDGUL S SsSs MPT VYV F EINGI KMYUPU LT P S A Y
10101 TGTTCTTTAGTTTGACATCGACTGCGACGGCCTGAGCAGCATGCCCACTGTGGTCTTTGAGATAAATGGCAAAATGTACCCACTGACCCCCTCCGCCTAT

T N Q Exon-8
10201 |ACCAACCAGIGTATGCATCTCCAGAGAGGAGCCTGGCTTCACCAAGCTCTCCTCCTCTCTCTTGGCAACTCGGCATGTTGGTGATAAGAGGCAAGGCCTAG

10301 ATGGACAGAACAGGTTGTACATTTAGACCACCCGGCCCTTCGGAGTAGGATGAGGCTGTCCTGGGGCAACCTCATCCTGGGAGAAGTAGGGCAAACCAGA
10401 AGGACAGGCCCCAGGGCCCAAGGGAGGGTGGGGGCTGCTTGTAGGACTCTGCATCCACTGTGCTGGCTTCTAAGCCCTGGGGCCTTGGGCTTTGTTCAGG
10501 ATTTTTCTTAGTAGCCTGGGGTTTGTGGGCATCCAAACTTTGTCCCTACTGCCCTTCTGGCTTCAGCTTTAACCTAATCCTCAGCACCCCAAACAGTCAA
10601 GGCCTGAGATCCCCACGCCTGCTCTGGAGGGAGGTCATCAGGGCCGTAGGTGCTTAAAGCAGGAGGGTGGGGGGGTTGGGGAGGACAAGTGAGAGGGGAG
10701 GGGACCCACTAGATGATCTTGGATTCAGTCACTTTAGTTCTGAATATAAATTTCTTCATTTGTTGAGCAGGCAAATCTGATACTTGTTTGCTTACCTCCG
10801 AAGGTGATTTCAAGGGTGAAAGGAAATAATAGATGAGAAGATGATTGAGGGGGTGGGGTAGGAAAGACACAGCAACTGGGGTTGGAACCAGCTTCATGTC

D EDF CT S GF Q A DS RS RHWIULGDV F I RE Y
10901 CCCCTTCCCTTTCCCAQGACGAGGACTTCTGTACCAGTGGCTTCCAGGCTGACAGTCGTTCCCGTCATTGGATCCTGGGGGATGTTTTCATCCGAGAGTN

Y §S vV F DR V N NILV G L A K A I * Exon-9
11001|TTACAGCGTCTTTGACAGGGTCAACAACCTCGTGGGGCTGGCCAAAGCCATCTGATCACATCGCTGACCAAGAACCTCACTGTGCCCACACAGCTGCACA
Exon-9

11101|TACACACACACACATGTACATGAGCACACGCGCACACACACAGATGAGGTTTTCAGACAGATGATTCTCAATAAATGTTGTCTTTCTGCAANGTCTGGCT

<«€— CYM Gene 21717R P

11201 TCCTTTGGGGCTGAACCCCTGCACCGCTCIGGGGGTGGGATGTGATAGTCATGTGGTGTGTCTAGCAGAGCCAGAGCCACATGCATAGAGGAGGGTTGGG

11301 GAGTTGATAGGTGGAGACCTTTACAAGGAAATTGGCCATTTCAAAATCAGGTCAGGATTTTAAAAACAAGATCCGTCTTGTCTTCTTRTTTTCTCATTCT

11401 ACATATTTTTAGGGAAAGAGTGCAGTAAGGAAGACTTTTCTAGGCTGAGATTGTACCTGGGGAACAAGGGCTTGAGGTGGAA <€ gCyM 22011R —@)




Fig. S1. Nucleotide sequence of the Altai maral CYM gene and its exon-intron organization.
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Fig. S2. Phylogenetic tree for the CYTB constructed using ML method. Bootstrap analysis data (presented as percent of 500 replicas) are indicated at
branching points.



