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Strain Genotype Reference/ 
source 

W3110 (wild-type) 
MG1655 (wild-type) 

F  rpoS(Am) rph-1 Inv(rrnD-rrnE)  
F– – ilvG– rfb-50 rph-1 

[1] 
[2] 

DY330 W3110 lacU169 gal490 pgl8 cI857 (cro-bioA) [3] 
KNB800 (L25) W3110 rplY::cat [4] 
ADrB01 
ADrB02 
ADrB03 
ADrB04 
AMrB01 
AMrB02 
AMrB03 
AMrB04 

DY330 rplP-1::cat (wild-type L16) 
DY330 rplP-2::cat (L16 K127A) 
DY330 rplP-3::cat (L16 K133L) 
DY330 rplP-4::cat (L16 K127L/K133L) 
MG1655 rplP-1::cat (wild-type L16) 
MG1655 rplP-2::cat (L16 K127A) 
MG1655 rplP-3::cat (L16 K133L) 
MG1655 rplP-4::cat (L16 K127L/K133L) 

this work 
this work 
this work 
this work 
this work 
this work 
this work 
this work 

Primer Nucleotide sequence (5-3) 
AI 01-F CCTTTGTAACTAAGACGGTGATGTAAGGAGCGTCGCTGATGGAGAAAAAAATCACTGGATATAC 

AI 02-R CTCACGCAGCTCTTTTGCTTTCATTACATCACCGTCTTAGTTTACGCCCCGCCCTGCCACTC 

AI 03-F CAGCCTAAAAAGCAGCAGCGTAAAGGC 

L16 K133L-F CCACCTTTGTAACTCTGACGGTGATGTAAGGAGCGTCGCTGATGGAGAAAAAAATCACTGGATATAC 

L16 K127A-F CAGCGAAACTGCCGATTGCGACCACCTTTGTAACTAAGACG 

L16 K127A-R CGTCTTAGTTACAAAGGTGGTCGCAATCGGCAGTTTCGCTG 

L16 K127L/K133L-F CAGCGAAACTGCCGATTCTGACCACCTTTGTAACTCTGACGGTGATGTAAGGAGC  

L16 K127L/K133L-R GCTCCTTACATCACCGTCAGAGTTACAAAGGTGGTCAGAATCGGCAGTTTCGCTG  

rplP-check-F GTGTGGATCTTCAAAGGCGAG  

rplP-check-R CAGGTGAGACTGTTGCAGCTGG 


