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Fig. S1. Comparison of amino acid sequences of a-subunits of F;-part of FoF; ATPase operon

from different Streptomyces species. Conserved residues are shown in black.
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Fig. S2. Comparison of amino acid sequences of B-subunits of F;-part of FoF, ATPase operon
from different Streptomyces species. Conserved residues are shown in black.
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Fig. S4. Comparison of amino acid sequences of y-subunits of F;-part of FoF; ATPase operon
from different Streptomyces species. Conserved residues are shown in black.



