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Fig. S1. Work flow diagram of LSEC-PM N-glycopeptide affinity enrichment and identification procedure. 

Proteins were digested with trypsin by FASP method. The glycan structures were removed by 

peptide-N-glycosidase F treatment. The enriched N-glycopeptides were analyzed by LC-MS/MS. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. S2. Identification of the glycosylation site of CD164. MS/MS spectrum of the N-linked tryptic peptide, 

TYCSSELVSN#CTQK, from CD164 (sialomucin core protein 24) glycoprotein precursor. Asn97 was 

converted to Asp by peptide-N-glycosidase F as evident from the mass difference of 115 Da between 

fragments y4 and y5. 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. S3. hysicochemical properties of the identified glycoproteins and non-glycoproteins. a) The percentages 

of glycoproteins and non-glycoproteins with indicated physicochemical characteristics. b) The calculated pI 

values of the identified N-glycoproteins were plotted against the corresponding calculated molecular weight 

on a logarithmic scale. c) GRAVY values of identified glycoproteins and non-glycoproteins. d) Comparison 

of TM distribution among glycoproteins and non-glycoproteins. 

 


