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Fig. S1. Multiple sequence alignment of diverse plant VKORs. Horizontal bars 

represented five transmembrane segments (a1-5) predicted using SWISS-MODEL 

online software. Reversed triangles mark the position of conserved cysteines. Asterisk 
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represents the conserved serine. Snowflake symbols indicated the conserved proline 

residues. Plant VKORs include Arabidopsis thaliana (At4g35760), Solanum 

lycopersicum (JF951971), Theobroma cacao (EOX90725.1), Populus trichocarpa 

(XP_002327630.1), Ricinus communis (XP_002530730.1), Prunus persica 

(EMJ03281.1), Fragaria vesca subsp. vesca (XP_004287759.1), Cucumis sativus 

(XP_004135011.1), Glycine max (NP_001241213.1), Cicer arietinum 

(XP_004512236.1), Phyllostachys edulis (CCI55444.1), Medicago truncatula 

(XP_003612272.1), Zea mays (NP_001132492.1), Oryza sativa Indica Group 

(EEC74452.1), Brachypodium distachyon (XP_003558888.1), Setaria italica 

(XP_004985834.1), Sorghum bicolor (XP_002468573.1), Hordeum vulgare subsp. 

vulgare (BAJ90381.1), Picea sitchensis (ABK24448.1), Vitis vinifera (CAN72958.1), 

Selaginella moellendorffii (XP_002975947.1), Physcomitrella patens subsp. patens 

(XP_001762495.1). 

 

 


